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=> fil reg; s tcggatcgactt | aacgcgccgcnc | cgcaacgcaagcgcggcgcg | 
aacgcgcattcn | aaatataattcn | gatgcagcttccggaatgcgcg | 
gatgcagcttccggaattatat | cgcgnnnnnn | cgcgcattcc | 
aaagaaaaaagacagtactaaatgga | ttttttntgtcatga | tttttcngtcatgat | 
ttttcgntcatgatt / sgsp 

FILE 'REGISTRY' ENTERED AT 11:10:14 ON 27 JUL 95 

USE IS SUBJECT TO THE TERMS OF YOUR CUSTOMER AGREEMENT 

COPYRIGHT (C) 1995 American Chemical Society (ACS) 

STRUCTURE FILE UPDATES: 21 JUL 95 HIGHEST RN 165171-57-3 
DICTIONARY FILE UPDATES: 26 JUL 95 HIGHEST RN 165171-57-3 

TSCA INFORMATION NOW CURRENT THROUGH JANUARY 1995 

Please note that search-term pricing does apply when 
conducting SmartSELECT searches. 

LI 0 TCGGATCGACTT | AACGCGCCGCNC | CGCAACGCAAGCGCGGCGCG | AACGCGCATTC 

N | AAATATAATTCN | GATGCAGCTTCCGGAATGCGCG | GATGCAGCTTCCGGAATTAT 
AT | CGCGNNNNNN | CGCGCATTCC | AAAGAAAAAAGACAGTACTAAATGGA | TTTTTT 
NTGTCATGA | TTTTTCNGTCATGAT | TTTTCGNTCATGATT/ SQSP 

=> fil ca; e lockhart d/au 

FILE 'CA' ENTERED AT 11:10:37 ON 27 JUL 95 

USE IS SUBJECT TO THE TERMS OF YOUR CUSTOMER AGREEMENT 

COPYRIGHT (C) 1995 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE COVERS 1967 - 22 Jul 1995 (950722/ED) VOL 123 ISS 4 

To help control your online searching costs, ^consider using the 
HCA File when using the FSEARCH command or when conducting 
SmartSELECT searches with large numbers of terms. 

»> Hit RNs and chemical structures now available with new «< 
»> HITSTR format. «< 
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EWART ROBIN/AU 
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=> s e3 or e4 or e6 or e7; e chee m/au 
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electrophoresis. After transfer to a nylon membrane, images are 
obtained sep. for each of the four reactions by 
hybridization using oligonucleotide probes. The images can 

then be superimposed to reconstitute a complete sequence pattern. 
In this way the correction of gel distortion effects and accurate 
band^ registration are considerably simplified, as each of the four 
base^-specif ic ladders require very similar corrections. The methods 
therefore provide the basis for a second generation of more accurate 
and reliable film reading programs, as well as being useful for 
conventional multiplex sequencing. Unlike the original multiplex 
protocol, the approach described is suitable for small projects, as 
multiple cloning vectors are not used. Although more than one 
vector can be utilized, only a library of fragments cloned into any 
single phage, phagemid or plasmid vector is actually required, 
together with a set of tagged oligonucleotide primers. 



FILE ' BIOSIS • ENTERED AT 11:11:54 ON 27 JUL 95 
COPYRIGHT (C) 1995 BIOSIS (R) 

FILE COVERS 1969 TO DATE. 

CAS REGISTRY NUMBERS AND CHEMICAL NAMES (CNs) PRESENT 
FROM JANUARY 1969 TO DATE. 

RECORDS LAST ADDED: 11 July 1995 (950711/ED) 

CAS REGISTRY NUMBERS (R) LAST ADDED: 11 July 1995 (950711/UP) 

As of December 31, 1993 the BIOSIS File will be updated weekly with 
information from both publications. SDIs will now be run weekly. For 
more information enter HELP UPDATE and HELP COST at an arrow 
prompt (=>) . 



L6 19 LOCKHART D ?/AU 



L7 24 CHEE M ?/AU 

=> s 16 and 17; s (16 or 17) and hybridi? 
L8 2 L6 AND L7 



68886 
2 



HYBRIDI? 

(L6 OR L7) AND HYBRIDI? 



=> s 18 
L10 



or 19; 
2 



fil medl; s 16; s 17 
L8 OR L9 



FILE 'MEDLINE' 



ENTERED AT 11:15:01 ON 27 JUL 95 



FILE LAST UPDATED: 20 JUL 1995 (950720/UP) . FILE COVERS 1966 TO DATE. 
+QLF/CT SHOWS YOU THE ALLOWABLE QUALIFIERS OF A TERM. 
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=> fil wpids; s 16 ;s 17 

FILE ' WPIDS 1 ENTERED AT 11:16:29 ON 27 JUL 95 
COPYRIGHT (C) 1995 DERWENT INFORMATION LTD 

FILE LAST UPDATED: 21 JUL 95 <950721/UP> 
»>UPDATE WEEKS: 

MOST RECENT DERWENT WEEK 9528 <199528/DW> 

DERWENT WEEK FOR CHEMICAL CODING: 9517 
DERWENT WEEK FOR POLYMER INDEXING: 9522 

DERWENT WORLD PATENTS INDEX SUBSCRIBER FILE, COVERS 1963 TO DATE 
»> DERWENT POLYMER INDEXING THESAURUS AVAILABLE IN FIELD /PLE <« 
»> PATENT IMAGES AVAILABLE FOR PRINT AND DISPLAY «< 
»> TIMELINESS OF UPDATING IMPROVED - SEE NEWS «< 
>»NOW AVAILABLE - NEW USER MANUAL GLOBAL PATENT SOURCES - SEE NEWS«< 



L21 2 LOCKHART D ?/AU 



L22 0 CHEE M ?/AU 

=> s 121 and hybridi? 

3734 HYBRIDI? 
L23 0 L21 AND HYBRIDI? 

=> fil biosi; d 110 1-2 .beverlyl; fil ca; s (array? or biochip? or bio 
chip? or librar?) and (hybridi? or anneal?) 
FILE 'BIOSIS' ENTERED AT 11:17:24 ON 27 JUL 95 
COPYRIGHT (C) 1995 BIOSIS (R) 

FILE COVERS 1969 TO DATE. 

CAS REGISTRY NUMBERS AND CHEMICAL NAMES (CNs) PRESENT 
FROM JANUARY 1969 TO DATE. 

RECORDS LAST ADDED: 11 July 1995 (950711/ED) 

CAS REGISTRY NUMBERS (R) LAST ADDED: 11 July 1995 (950711/UP) 

As of December 31, 1993 the BIOSIS File will be? updated weekly with 
information from both publications. SDIs will now be run weekly. For 
more information enter HELP UPDATE and HELP COST at an arrow 
prompt (=>) . 



L10 ANSWER 1 OF 2 BIOSIS COPYRIGHT 1995 BIOSIS 
AN 94:525744 BIOSIS 
DN 97538744 

TI DNA sequencing by hybridization on high density probe — 

arrays: Enzymatic enhancement and sequence reconstruction. 
AU Lockhart D J; Chee M S 
CS Affymetrix, Santa Clara, CA, USA 

SO 44th Annual Meeting of the American Society of Human Genetics, 
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TSCA INFORMATION NOW CURRENT THROUGH JANUARY 1995 

Please note that search-term pricing does apply when 
conducting SmartSELECT searches. 



El 1 RNASE (REINDEER PANCREAS REDUCED) /CN 

E2 1 RNASE (SPALAX LEUCODON PANCREAS) /CN 

E3 0 — > RNASE A/CN 

E4 1 RNASE A (IMP ALA PANCREAS REDUCED) /CN 

E5 1 RNASE A (MYCOPLASMA CAPRI COLUM CLONE P8SU GENE RNPA C5 

SUBUNIT) /CN 



=> s ("rnase a"? or ehdonuclease? or nuclease?) /cn 
7 "RNASE A"?/CN 
34 ENDONUCLEAS E? / CN 
1466 NUCLEASE? /CN 
L26 1467 ("RNASE A"? OR ENDONUCLEASE? OR NUCLEASE?) /CN 

=> fil ca; s 125 and (126 or (rnase or ribonuclease) (w) a or endonuclease# 
or nuclease#) 

FILE 'CA' ENTERED AT 11:20:11 ON 27 JUL 95 

USE IS SUBJECT TO THE TERMS OF YOUR CUSTOMER AGREEMENT 

COPYRIGHT (C) 1995 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE COVERS 1967 - 22 Jul 1995 (950722/ED) VOL 123 ISS 4 

To help control your online searching costs, consider using the 
HCA File when using the FSEARCH command or when conducting 
SmartSELECT searches with large numbers of terms. 

»> Hit RNs and chemical structures now available with new <« 
»> HITSTR format. «< 



23196 L26 
20833 RNASE 
6469 RIBONUCLEASE 
8789608 A 

2917 (RNASE OR RIBONUCLEASE) (W)A 
16750 ENDONUCLEAS E# 
15647 NUCLEASE/ 



L27 400 L25 AND (L26 OR (RNASE OR RIBONUCLEASE) (W)A OR ENDONUCLEAS 

E# OR NUCLEASE/) 

=> d his 127-144; s 133 not 15 

(FILE ' CA' ENTERED AT 11:20:11 ON 27 JUL 95) ., . 

L27 400 S L25 AND (L26 OR (RNASE OR RIBONUCLEASE) (W) A OR ENDONUCL 

L28 7464 S (ARRAY? OR BIOCHIP? OR BIO CHIP? OR LIBRAR?) (L) (HYBRIDI 

L29 216 S L27 AND PROBE# 

L30 0 S L29 AND (HIGH DENSITY OR HD) 
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and middle-repetitive DNA sequences. They have cloned and sequenced 
two families of tandemly repeated DNA fragments. The monomer units 
of the Type I satellite-like sequence are 186 bp long, A+T-rich 
(65%), and exhibit a high degree of sequence conservation. The Type 
I satellite-like sequence constitutes 8% of the zebrafish genome, or 
approx. 8 .times. 105 copies per haploid genome. Southern anal, of 
genomic DNA, digested with several restriction endonucleases 
, shows a ladder of hybridizing bands, consistent with a 
tandem array, and suggests longer range periodic 
variations in the sequence of the tandem repeats. The 
Type II satellite has a monomer length of 165 bp, is also A+T-rich 
(68%), and constitutes 0.2% of the zebrafish genome (22,000 copies 
per haploid genome) . Southern anal, reveals a complex pattern 
rather than a ladder of regularly spaced hybridizing bands. 

L46 ANSWER 2 OF 2 CA COPYRIGHT 1995 ACS 
AN 112:173298 CA 

TI Structure and expression of the murine slow/cardiac troponin C gene 
SO J. Biol. Chem. (1989), 264(22), 13217-25 

CODEN: JBCHA3; ISSN: 0021-9258 
AU Parmacek, Michael S.; Leiden, Jeffrey M. 
PY 1989 

AB Cardiac troponin C (cTnC) is the calcium-binding subunit of the 
myofibrillar thin filament that regulates excitation-contraction 
coupling in cardiac muscle. A novel polymerase chain reaction 
cloning procedure was used to isolate cDNA clones encoding murine 
cTnC. Murine tTnC is a 161-amino-acid polypeptide that has been 
highly conserved during evolution. Southern blot analyses 
demonstrated that the cTnC gene is a member of a multigene family. 
Northern blot analyses revealed that the cTnC gene is expressed in 
murine cardiac tissue and slow skeletal muscle (soleus) , but is not 
expressed in fast skeletal muscle (extensor digitorum longus and 
anterior tibialis) or in neonatal or adult brain, kidney, lung, 
liver, or testis. In addn. , whereas the cTnC gene is not expressed 
in murine C2C12 myoblasts, differentiation of these cells into 
myotubes resulted in a dramatic induction of cTnC gene expression. 
A full-length cTnC genomic clone was isolated from a murine genomic 
library by hybridization with a cTnC cDNA probe 

and structurally characterized by DNA sequence, primer 
extension, and SI nuclease protection analyses. The cTnC 
gene is 3.4 kilobase pairs long and is composed of 6 exons. The 
introns do not divide the gene into functional domains. Anal, of 
the 5 1 -flanking region of the gene revealed the presence of a 
consensus TATA box 24 base pairs 5 1 of the transcription start site. 
Despite the finding that the gene is expressed only in cardiac and 
slow skeletal muscle, it lacks the previously described CArG and 
M-CAT transcriptional regulatory sequence motifs that are involved 
in regulating the expression of a no. of other myofibrillar ; genes. 



=> d que 
L26 



1467 SEA FILE=REGISTRY ("RNASE A"? OR ENDONUCLEASE? OR NUCLEAS 
E?)/CN 

964 SEA FILE=CA ARRAY? AND (HYBRIDI? OR ANNEAL?) 
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hybridization detects a homolog of the Atlantic salmon Bgll 

repeat in the brown trout (Salmo trutta) genome, but not in other 
salmonids. However, a DNA fragment with sequence homol. 
to part of the Bgll repeat has recently been isolated from Arctic 
charr (Salvelinus alpinus; S.E. Hartley and W.S.D., unpublished 
data). In addn. , the Bgll repeat detects RFLPs in Atlantic salmon. 

L51 ANSWER 3 OF 14 CA COPYRIGHT 1995 ACS 
AN 118:250513 CA 

TI Cloning of the gene encoding Leishmania donovani 

S-adenosylhomocysteine hydrolase, a potential target for 

antiparasitic chemotherapy 
SO Mol. Biochem. Parasitol. (1992), 53(1-2), 169-83 

CODEN: MBIPDP; ISSN: 0166-6851 
AU Henderson, Debbie M. ; Hanson, Sheri; Allen, Thomas; Wilson, r Keith; 

Coulter-Karis, Donna E. ; Greenberg, Michael L. ; Hershfield, ^Michael 

S • ; Ul lman , Buddy 
PY 1992 

AB A full-length gene encoding S-adenosylhomocysteine hydrolase 
(AdoHcyase) has been isolated from a genomic library of L. 
donovani DNA in . lambda. GEM- 11 by cross-hybridization to 
the full-length human AdoHcyase cDNA. The nucleotide 

sequence of the Sail fragment contained a single open 

reading frame that encoded a polypeptide of 438 amino acids (47,712 
Da) . After max. gap alignment, the predicted amino acid t 

sequence of the leishmanial AdoHcyase was 70-73% identical 

to AdoHCyases from higher eukaryotes. In addn., a database search 
revealed that the primary structure of all AdoHcyase proteins was 
highly homologous to that of a protein encoded by mRNA from 
Drosophila melanogaster that maps near the r element function of the 
Abd-b homeotic gene. In Northern blots, the Sail fragment 

hybridized to a 3.0-kb transcript that presumably encodes 
the parasite enzyme. Southern blot anal, of genomic DNA 
revealed that the AdoHcyase gene did not exist as a tandemly 
repeated array within the L. donovani genome. Moreover, 
monoclonal antibodies generated against huinan AdoHcyase recognized a 
leishmanial protein on immunoblots. Finally, the growth of L. 
donovani promastigotes could be arrested by micromolar concns. of 
3-deazaaristeromycin (C3Ari) and 9- (trans-2 1 , trans-3 ■ - 
dihydroxycyclopentanyl) adenine, 2 known inhibitors of mammalian 
AdoHcyase. C3Ari also induced a substantial expansion of the 
intracellular pools of both AdoHcy and S-adenosylmethionine 
(AdoMet) , as well as a significant diminution of the AdoMet/AdoHcy 
ratio. Thus, AdoHcyase may have therapeutic potential for the 
selective treatment of diseases of parasitic origin. 
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TI Syntenic conservation of HS-P-70 genes in cattle and humans 

SO Genomics (1992), 14(4), 863-8 

CODEN: GNMCEP; ISSN: 0888-7543 

AU Grosz, Michael D. ; Womack, James E. ; Skow, Loren C. 

PY 1992 
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the enzymes EcoRI, BamHI, and Xbal, resp., are used, and 
two bands (due to an internal Hindlll site present in the 
sequenced 139 bp) of 8 and 16 kb for Hindlll-digested 
genomic DNA. This sequence tagged site (STS) has been 
assigned D-segment no. D19S201. EMBL accession no. X62402. 
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TI Cosmid linking clones localized to the long arm of human chromosome 
11 

SO Genomics (1992), 13(1), 134-43 

CODEN: GNMCEP; ISSN: 0888-7543 
AU Hermanson, G. G.; Lichter, P.; Selleri, L.; Ward, D. C; Evans, G. 

A. 

PY 1992 

AB Mol. probes that contain DNA flanking CpG-rich restriction sites are 
extremely valuable in the construction of phys. maps of chromosomes 
and in the identification of genes assocd. with hypomethylated HTF 
(Hpall tiny fragment) islands. A new approach is described to the 
isolation and characterization of linking clones in arrayed 
chromosome-specific cosmid libraries through the 

large-scale semiautomated restriction mapping of cosmid clones. A 
cosmid library representing human chromosome llql2-llqter 
was utilized and automated restriction enzyme anal, 
carried out followed by regional localization to chromosome llq 
using high-resoln. in situ suppression hybridization. 
Using this approach, 165 cosmid linking clones contg. one or more 
NotI, BssHII, Sfil, or SacII sites were identified among 960 
chromosome-specific cosmids. Furthermore, this anal, allowed clones 
contg. a single site to be distinguished from those contg. clusters 
of two or more rare sites. This anal, demonstrated that more than 
75% of cosmids contg. a rare restriction site also contained a 
second rare restriction site, suggesting a high degree of CpG-rich 
restriction site clustering. Thirty chromosome llq-specific cosmids 
contg. rare CpG-rich restriction sites were regionally localized by 
high-resoln. fluorescence in situ suppression hybridization 
, demonstrating that all of the CpG-rich sites detected by this 
method were located in bands llql3 and llq23. In addn. , the 
distribution of (CA)n repetitive sequences was detd. by 
hybridization of the arrayed cosmid 

library with oligonucleotide probes, confirming a random 

distribution of microsatellites among CpG-rich cosmid clones. This 
set of reagent cosmid clones will be useful for phys. linking of 
large restriction fragments detected by pulsed-field gel 
electrophoresis and will provide a new and highly efficient approach 
to the construction of a phys. map of human chromosome llq. 
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TI Identification and characterization of novel human endogenous 

retroviral sequences prefentially expressed in 

undifferentiated embryonal carcinoma cells 
SO Nucleic Acids Res. (1991), 19(7), 1513-20 
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TI Genomic arrangement of repeated PS700 elements in the nematode 

Panagrellus silusiae 
SO Genome (1990), 33(2), 164-9 

CODEN: GENOE3; ISSN: 0831-2796 
AU Retterath, M. A. ; Pasternak, J. J. 
PY 1990 

AB When genomic DNA from the free-living nematode P. silusiae is 
digested with the restriction endonuclease BamHI and sepd. 
by electrophoresis, a band in the 700 base pair size range is 
evident after ethidium bromide staining. One of the 0.7-kilobase 
fragments (PS700-1) was characterized and found to be a member of a 
moderately repetitive DNA family. DNA sequence analyses 
of three independently isolated copies of the PS700 DNA family 
showed the same nucleotide sequence and >98 similarity to 
PS700-1. Four EMBL-4 phage clones were isolated from a Panagrellus 
genomic DNA library with PS700-1 as the probe and were 
analyzed by restriction endonuclease site mapping and 
Southern blot DNA hybridization. These clones contain 31 
copies of the PS700 DNA family. In each case, the units are 
arranged in head-to-tail arrays. One of the EMBL-4 clones 
contains copies of a novel variant of the PS700 elements. The 
maintenance of both nucleotide sequence and restriction 
endonuclease restriction site homogeneity among members of 

the dispersed PS700 DNA family may denote a functional role for 
these sequences. 
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TI Structure and transcription of a human gene for HI RNA, the RNA 

component of human RNase P 
SO Nucleic Acids Res. (1990), 18(1), 97-103 

CODEN: NARHAD; ISSN: 0305-1048 
AU Baer f Madeline; Nilsen, Timothy W. ; Costigan, Christine; Altman, 

Sidney 
PY 1990 

AB The gene coding for HI RNA, the RNA component of human RNAse P, has 
been isolated and characterized from a human genomic DNA 

library. The sequence corresponding to the mature 

HI RNA is almost identical to that previously identified using HI 
RNA and a cDNA clone corresponding to it. The nucleotide 

sequence of the genomic clone contains an array of 

potential transcriptional control elements, some characteristic of 
transcription by RNA polymerase III and some characteristic of RNA 
polymerase II, as is also the case for U6 and certain other small 
stable RNAs. The transcription in vitro of the genomic clone shows 
that the gene is functional and is transcribed by RNA polymerase 
III. Southern hybridization anal. .. indicates that there is 
very likely only 1 copy of the gene for Hi RNA in the human genome. 
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the HI polypeptide is of 217 amino acids. The 5'-flanking domain of 
this gene contains, in addn. to the transcriptional initiation site 
and the ATA box, 2 unusual sequences; 1 is a nonamer which 
resides 29 nucleotides upstream from the ATA box and is conserved in 
both the chicken and sea urchin HI genes, whereas the other is a 
(guanine + cytosine) -rich repetitive sequence element. 
The majority of the chicken histone genes among the 15 unique 
.lambda, recombinant clones are expressed almost exclusively^ during 
in ovo development (i.e. from .gtoreq.4 days postf ertilization up to 
hatching, at . apprx. 20-21 days postf ertilization) and appear not to 
be assocd. with any particular tissue type. 

L51 ANSWER 13 OF 14 CA COPYRIGHT 1995 ACS 
AN 98:102055 CA 

TI Molecular cloning of cDNA sequences for avian malic 
enzyme. Nutritional and hormonal regulation of malic 
enzyme mRNA levels in avian liver cells in vivo and in 
culture 

SO J. Biol. Chem. (1983), 258(2), 1337-42 

CODEN: JBCHA3; ISSN: 0021-9258 
AU Winberry, Larry K. ; Morris, Sidney M. , Jr.; Fisch, Judith E. ; 

Glynias, Manuel J.; Jenik, Robert A.; Goodridge, Alan G. 
PY 1983 

AB A double-stranded cDNA library constructed from the total 

poly(A+) RNA of goose uropygial gland was screened for recombinants 
contg. sequences complementary to malic enzyme 
(I) [9028-47-1] mRNA. Replicate arrays of 1400 colonies 
were hybridized independently with 32P-labeled cDNAs 
copied from 2 populations of hepatic RNA derived from tissues which 
differed by .apprx. 35-fold with respect to the relative synthesis of 
I. Of the colonies which gave differential signals, 48 were further 
screened by hybrid-selected translation. DNA from 1 of these 
contained an insert of 970 base pairs and selected an mRNA which 
directed I synthesis in a cell-free system. The I sequences 
were subcloned into the single-stranded bacteriophage M13mp8. The 
subclones were used to prep. 32P-labeled single-stranded 
hybridization probes. Northern anal, indicated that I mRNA 

from both goose and chicken is .apprx. 2100 bases in length. Hepatic 
I mRNA concn. is stimulated .gtoreq. 30-50-fold when neonatal chicks 
or goslings, resp., are fed for 24 h. When added to chicken embryo 
hepatocytes in culture, triiodothyronine [6893-02-3] stimulated I 
mRNA accumulation by >100-fold. glucagon [9007-92-5] Inhibited the 
thyroid hormone-stimulated accumulation of I mRNA by 99%. r In all 
instances, I mRNA concn. was closely correlated with the relative 
rate of I synthesis. Apparently, nutritional and hormonal 
regulation of I synthesis occurs at the pretranslatidnal level. 

L51 ANSWER 14 OF 14 CA COPYRIGHT 1995 ACS 

AN 98:102028 CA _ „ _ 

TI Members of the Kpnl family of long interspersed repeated 
sequences join and interrupt .alpha. -satellite in the monkey 
genome 

SO Nucleic Acids Res. (1983), 11(2), 321-38 



(#asBaxonu ao 

#asBaxonuopua ao b (av) (asBaxonuoqxa jo asBua) ao #amAzua ao 92T)(T)CST s <= 

iONanOas( r i)zsa 99Z cst 

<?ouanbas (x) ZST s <- 

( dlVSNNY HO 6iaiH9AH) (l)cAVHHY STfr ZST! 

ciaiaaAH 98889 

cAvaav 9Z.*CT 



• (<=)qduioad 

woaae up qB isOD <TiaH PUB siVddfl d!3H aa^ua uox^BUiaojux aaorc 
aoa 'AxxaaM una aq mou htm sias -suox^BDXxqnd moq moaj uox^Buiaojux 
q^XM Ai^aaA paqBpdn aq htm axid SIS0I9 ©qq. £66X 'X€ aacpuaoaa jo sy 

(dn/TIZ.096) S66T Ainr TI :a3CKIY ISVI (d) sdsawnN Adisioaa SVD 

(aa/Tiz.os6) S66T Ainr Ti :aaaav isyt: sadooad 

•3I,Va OI 696T AdYONYr WOdd 
IN3S3dd (SND) S3WYN 1YDIW3HD QNY SdSaWQN AdISIDSd SVD 

•aiva oi 69 6T sdaAoo ana 

(d)SIS0I9 S66I (D) IHOIdAdOD 

96 mr no ss:8c:tt iv aadaiNa iSisoiai aiia 



•saxxxuiBjqns 30 AqaxaBA b sapnxoux 
puB xaidutoo st Axxuibj iudx aqq qBqq qsabbns (c) pub (z) suox^BAaasqo 

*aouanbas aqq jo suoxsaaA aBxnoxqaBd uxBquxBUi 
oq Aouapuaq. b sx aaaqq 'auiouab qoBa uxqqx/* q>Bqq sq.sabbns uoxqBAaasqo 

q.sBX sxqi -saqxs aseaxonuopua uoxq.oxaq.saa uxBq.aao jo 
suoxq.xsod q.UBxaBA aqq Aq paxjxq.uapx Aiqoux^sxp aaB sautouab z ©q} jo 
qoBa ux saaquiaui Axxuibj aqq. jo A^xaoCBUi aqq. 'sauiouab Aaxuoui pub UBumq 
aqq. ux a^ixuixs 'sx Axxuibj aqq jo' uoxqBzxuBbao neaaAO aqq. SBaaaq** 
' (fr) puB 'pazxaaq.oBaBqo saouanbas aqq. jo sq.aBd Axuo uxBq.uoo 
^qbxm saaquiaui Aixuibj aios (e) 'pazxaaqoBaBqo e aqq. ux asoqq oq. *uppB 

ux saoaanbas apnxoux saaquiaui Axxuibj auios (z) 'sauiouab 
UBumq puB Aaxuoui aqq. qqoq ux pasaadsaaq.ux aaB saaquiaui Axxuibj (t) 
q.Bqq. aq.Boxpux VNd Aaxuoui uaaab uBOxajv jo AaBaqxx oxmouab 

b oq. pub VNO UBumq puB Aaxuoui jo sqsabxp asBexonuopua 
uoxq.oxaq.saa oq saaquiaui Axxuibj aqq jo suoxqaod pauoxoqns jo 
suoxqBZxpxaqAH *ABJaB aqxxx^^s « oqux paqaasux 
sbm qx ^Bqq. saqBOxpux qoxqM 'sapxs qqoq uo aq/cxx^^s- *BqdxB • 
Aq pa^UBXJ sx raaqq jo x puB* 'saxBd asBqoxx^ 9< sx aaqraam Axxuibj 
iudx aqq. 'squauibas asaqq jo z ui -amouab Aaxuoui uaaab UBOxajv 
aq^ jo squauibas pauoxo ux saouanbas a^xxx^^s- 'HqdxB* 
oq paxuxx punoj aaa/\ saouanbas VNQ pa^Badaa 
pasaadsaaq.ux 30 (Axxuibj iudx) ' Axxuibj b jo saaqraam ^uaaajjxp aaaqi 
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36604 L26 
426222 ENZYME# 
16603 RNASE 
2974 RIBONUCLEASE 
4457406 A 

13405 ENDONUCLEAS E # 
18633 NUCLEASE# 

L54 52 L53(L)(L26 OR ENZYME# OR (RNASE OR RIBONUCLEASE) (W) A OR EN 

DONUCLEAS E# OR NUCLEASE/) 

=> d his 152- 

(FILE 'BIOSIS' ENTERED AT 11:38:55 ON 27 JUL 95) 

L52 415 S ARRAY? (L) (HYBRIDI? OR ANNEAL?) 

L53 266 S L52(L)SEQUENC? 

L54 52 S L53(L)(L26 OR ENZYME# OR (RNASE OR RIBONUCLEASE) (W) A OR 

L55 18 S L54 AND PROBE# 

L56 10 S L54 AND (LIBRAR? OR BIOCHIP? OR BIO CHIP?) 

L57 20 S L55 OR L56 

=> S 157 not 110 

L58 20 L57 NOT L10 

=> fil medl; s 154 and (probe# or librar? or biochip? or bio chip?) 
FILE 'MEDLINE' ENTERED AT 11:45:14 ON 27 JUL 95 

FILE LAST UPDATED: 20 JUL 1995 (950720/UP) . FILE COVERS 1966 TO DATE. 
+QLF/CT SHOWS YOU THE ALLOWABLE QUALIFIERS OF A TERM. 

MEDLINE, CANCERLIT AND PDQ ERRONEOUSLY ANNOTATED CERTAIN ARTICLES 
AUTHORED OR CO-AUTHORED BY DR. BERNARD FISHER WITH THE PHRASE 
"SCIENTIFIC MISCONDUCT-DATA TO BE REANALYZED." ALL SUCH ANNOTATIONS 
HAVE BEEN REMOVED OR ARE BEING REMOVED. WE APOLOGIZE FOR ANY PROBLEMS 
OR CONCERNS THIS MAY HAVE CAUSED. USERS SHOULD DISREGARD THOSE PRIOR 
ANNOTATIONS . 
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•psAassaa s^qfixa TTY *A*9 aouaxos aexAasia 966T (o) XHDIHAdOO 
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69T s .'sequra jtj <= 

UdlHO 019 HO cdlHOOia HO tHYHan HO #330Hd) ONY VS1 Z 09T 

(tdlHO(M)Oia) 

cdiHo oia o 
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013 *6TT 
cdlHOOia *9 

tHYHan 90ce 
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Y 9T90£T 
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ND/c3SY3aonNOaN3 0 
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»> 1.0 071313 NI SiaYT-IYAY SI SnHflYSaHJ, Y «< 

»> snaaiHosans Hosioia oj, aaxiHii si sua sihj. ao ssn «< 

<dn/G3Z.096> 96 TOT ZZ tdSlYddXl 1SVI 3113 

QJ.T NOIJ.YWH03NI iN3MH3a 966T (o) IHDIHAdOO 

96 mr lz no lo'-lV'TX iy aanaiNS isaHosioiai ana 

69T s /spiioe^oxq xxj <= 

UdlHD 013 HO cdlHDOia HO cHYHSIT HO #330Hd) ONY *91 ZZ 6S1 

(cdlHO(M)Oia) 

ddlHO 018 0 

cdlHO 669T 

013 C6T9 



7005 RIBONUCLEASE 
3728783 A 

10932 ENDONUCLEAS E# 
6588 NUCLEASE/ 

31 L53(L) (L26 OR ENZYME# OR (RNASE OR RIBONUCLEASE) (W)A OR EN 
DONUCLEASE# OR NUCLEASE/) 
60473 PROBE# 
16424 LIBRAR? 
2 BIOCHIP? 
5174 "BIO" 
1626 CHIP? 

0 BIO CHIP? 

("BIO" (W) CHIP?) 

L61 12 L54 AND (PROBE/ OR LIBRAR? OR BIOCHIP? OR BIO CHIP?) 

=> fil wpids; s 159 

FILE 'WPIDS • ENTERED AT 11:48:23 ON 27 JUL 95 
COPYRIGHT (C) 1995 DERWENT INFORMATION LTD 

FILE LAST UPDATED: 21 JUL 95 <950?21/UP> 
>»UPDATE WEEKS: 

MOST RECENT DERWENT WEEK 9528 <199528/DW> 

DERWENT WEEK FOR CHEMICAL CODING: 9517 
DERWENT WEEK FOR POLYMER INDEXING: 9522 

DERWENT WORLD PATENTS INDEX SUBSCRIBER FILE, COVERS 1963 TO DATE 
»>' DERWENT POLYMER INDEXING THESAURUS AVAILABLE IN FIELD /PLE <« 
>» PATENT IMAGES AVAILABLE FOR PRINT AND DISPLAY «< 
>» TIMELINESS OF UPDATING IMPROVED - SEE NEWS «< 
»>NOW AVAILABLE - NEW USER MANUAL GLOBAL PATENT SOURCES - SEE NEWS«< 



•CN' IS NOT A VALID FIELD CODE 
61913 ARRAY? 

3734 HYBRIDI? 
27405 ANNEAL? 
95853 SEQUENC? 

0 "RNASE A"?/CN 
0 ENDONUCLEAS E?/CN 
0 NUCLEASE? /CN 
35176 ENZYME# 
153 RNASE 
323 RIBONUCLEASE 
146868 A 

650 ENDONUCLEAS E# 
437 NUCLEASE/ 

0 L53(L) (L26 OR ENZYME/ OR (RNASE OR RIBONUCLEASE) (W)A OR EN 
DONUCLEASE/ OR NUCLEASE/) 
40191 PROBE/ 

_ 2088 LIBRAR?- - - - _-_ 

11 BIOCHIP? 
8900 BIO 
68180 CHIP? 

4 BIO CHIP? 
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PROBES ON MICROTITER WELLS. 
AU KAWAI S; MAEKAWAJIRI S; YAMANE A 

CS INST. BIOTECHNOLOGY RES., WAKUNAGA PHARMACEUTICAL CO. LTD., 1624 

SHIMOKOTACHI, KODA-CHO, TAKATA-GUN, HIROSHIMA 729-64, JPN. 
SO ANAL BIOCHEM 209 (1). 1993. 63-69. CODEN: ANBCA2 ISSN: 0003-2697 
LA English 

AB We have developed a simple hybridization method for the 

detection of specific DNA sequences amplified by polymerase 

chain reaction (PCR) . This method is similar to an enzyme 

-linked immunosorbent assay (ELISA) format in that labeled PCR 

products at the 5 1 termini are hybridized with 

probes immobilized on a microtiter well and the bound PCR 

products are detected in a manner similar to that of an 

enzyme immunoassay (EI A) . Two improvements have been made in 

immobilizing the probe to the microtiter wells, in terms 

of increasing both immobility and hybridization efficiency. 

One is that single-stranded (ss) DNA, without the complementary 

strand, is used. The other is that instead of a single copy, a tandem 

array of the probe is used for immobilization and 

hybridization. Using of ssDNA containing about a 60-repeat 

array of a relevant sequence as an immobilized 

probe, the sensitivity increased 10-fold over that of a 

single oligonucleotide unit. We also found that the 

hybridization conditions such as time, temperature, and 

solution composition could be simplified. Therefore this method is 

especially suited for handling of a large number of samples, for 

example detection of viruses, bacteria, and other pathogens, as well 

as most human genetic disorders. 

L63 ANSWER 3 OF 27 BIOTECHDS COPYRIGHT 1995 DERWENT INFORMATION LTD 
AN 94-05459 BIOTECHDS 

TI A new strategy for YAC-based mapping of human X-chromosome; 

yeast artificial chromosome-based human genome mapping involving 
hybridization and use of a DNA probe array (conference 
abstract) 

AU Chai J H; Lin Y F 

CS Univ.Fudan 

LO Human Genome Laboratory, Institute of Genetics, Fudan University, 

Shanghai 200433, China. 
SO Genome Mapping and Sequencing; (1993) 41 

CODEN: 9999S 
DT Journal 
LA English 
AN 94-05459 BIOTECHDS 

AB A single copy DNA probe sequence gene bank was 

constructed. A new method for ordering yeast artificial 
chromosomes (YACs) was based on hybridization of membrane 
and YACs. The membrane was array spotted with single 
copy DNA probes and the YACs were screened out f rom YAC - _ _ . _ 
gene banks using the DNA probes. The single copy DNA 
probes were isolated from a human X-chromosome-specif ic 

phage lambda-Char on-3 5 gene bank. The gene bank DNA was digested 
with restriction endonucleases BamHI and Hindlll. DNA 
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•spunq buxzxpxaqAq 

paoeds Ax-iexnbaa jo aappex b ueqq. aaq^ea uaaq>}ed xaxduioo 
is sinaAaa sxsAx^ue uaaq^nos • (auiouab pxoxdcq aad saxdoo OOO'ZZ) 
amouab qsxjeaqaz aqq. 50 %z*0 sa^n^x^suoo puB ' (%89) qoxa-i+Y osx* 
st 'dq 99T jo qq.6uax aauiououi e seq a^jn^s n adAj, aqi, -s^eadaa 
mapueq. aqq. jo aoaanbas aqq> ux suox^bxjba oxpoxaad abuea 
aabuox sq>sa66ns pue 'Aeaae uiapueq. e tiq.™ }uaq,sxsuoo 'spueq 

6uxzxpxaqAq jo aapp^x e swoqs 'saseaionaopaa 
uoxqoxaq.saa'x^^Aas q^x/* pa^sabxp 'VNCI oxuiouaB jo 
sxsAxbub uaaqq.nos -auiouab pxoxdeq aad saxdoo (g)oi x 8 Axaq^urrxoadde 
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AU GROSZ M D; WOMACK J E; SKOW L C 

CS DEP. VET, ANATOMY PUBLIC HEALTH, TEXAS A AND M UNIV., COLLEGE 

STATION, TEX. 77843. 
SO GENOMICS 14 (4). 1992. 863-868. CODEN: GNMCEP ISSN: 0888-7543 
LA English 

AB A phase library of bovine genomic DNA was screened for 
hybridization with a human HSP70 cDNA probe, and 21 
positive plaques were identified and isolated. Restriction mapping 
and blot hybridization analysis of DNA from the recombinant 
plaques demonstrated that the cloned DNAs were derived from three 
different regions of the bovine genome. One region contains two 
tandemly arrayed HSP70 sequences, designated 

HSP70-1 and HSP70-2, separated by approximately 8 kb of DNA. Single 

HSP70 sequences, designated HSP70-3 and HSP70-4, were 

found in two other genomic regions. Locus-specific probes 

of unique flanking sequences from representative HSP70 

clones were hybridized to restriction endonuclease 

-digested DNA from bovine-hamster and bovine-mouse somatic cell 

hybrid panels to determine the chromosomal location of the HSP70 

sequences. The probe for the tandemly 

arrayed HSP70-1 and HSP70-2 sequences mapped to 

bovine chromosome 23, syntenic with glyoxalase 1, 21 steroid 

hydroxylase, and major histocompatibility class I loci. HSP70-3 

sequences mapped to bovine chromosome 10, syntenic with 

nucleoside phosphorylase and murine osteosarcoma viral oncogene 

(v-fos) , and HSP70-4 mapped to bovine syntenic group U6, syntenic 

with amylase 1 and phosphoglucomutase 1. On the basis of these data, 

we propose that bovine HSP70-1,2 are homologous to human HSPA1 and 

HSPA1L on chromosome 6p21.3, bovine HSP70-3 is the homolog of an 

unnamed human HSP70 gene on chromosome 14q22-q24, and bovine HSP70-4 

is homologous to one of the human HSPA-6,-7 genes on chromosome 1. 

L63 ANSWER 6 OF 27 BIOSIS COPYRIGHT 1995 BIOSIS DUPLICATE 4 

AN 92:411031 BIOSIS 
DN BA94: 74231 

TI CLONING OF THE GENE ENCODING LEISHMANIA-DONOVANI S 

ADENOSYLHOMOCYSTEINE HYDROLASE A POTENTIAL TARGET FOR ANTIPARASITIC 
CHEMOTHERAPY. 

AU HENDERSON D M; HANSON S; ALLEN T; WILSON K; COULTER-KARIS D E; 

GREENBERG M L; HERSHFIELD M S; ULLMAN B 
CS DEP. BIOCHEMISTRY AND MOLECULAR BIOL., OREGON HEALTH SCI. UNIV., 

PORTLAND, OREGON 97201-3098, USA. 
SO MOL BIOCHEM PARASITOL 53 (1-2). 1992. 169-183. CODEN: MBIPDP ISSN: 

0166-6851 
LA English 

AB A full-length gene encoding the S-adenosylhomocysteine hydrolase 
(AdoHcyase) enzyme has been isolated from a genomic 
library of Leishmania donovani DNA in . lambda .GEM- 11 by 
cross-hybridization to -the full-length human AdoHcyase _____ 
cDNA. The nucleotide sequence of the Sail fragment 

contained a single open reading frame that encoded a polypeptide of 
438 amino acids (47712 Da) . After maximum gap alignment, the 
predicted amino acid sequence of the leishmanial AdoHcyase 
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paqBUio^nB q>no paxaaBo puB aaqbxx-2Xbxx auiosouioaqo UBumq buxqxiasaadaa 
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•uxfixao oxq-xs^aed jo saseasxp jo quaui^caaq aAxq.oaxas 
aq^ aoj x^Ti u ^ oc * oxqnadBaaqq aA^q Abui as^AoHopY 'snqj, # ox^ea 
AoHopY/^awopY aqq jo uoxinuxuixp ^uboxjxuBxs b sb XTaw sb ' (^awopY) 
auxuoxqq.auixAsouapB-s pub Aohopy q^oq jo sxood aBxnxxaoBa^ux aqq, 
jo uoxsuBdxa x^T^ ue ^ sc l ns e paonpux osxb xjy ZD • asBAoHopY ubxxbuiuibui 
jo saoq.xqxqux u/\oux Z 'auxuapB (xAuB^uadoxoAoAxoapAqxp- , e-suBaq 
',2-suBai)-6 pub (xaYCD) uxoAuioaa^sxaBBZBap-c jo suox^Ba^uaouoo 
aBXomoaoxui Aq paq.saaaB aq pxnoo saqobxqsBuioad xubaouop "i jo 
qvvoa6 aq^ 'Axx^uxa •sqoxqounuiuix uo uxaqoad xexuBunisxai b pazxubooaa 
asBAoHopY UBuinq ^suxbBb paq.Baaua6 saxpoqxq.uB x^uoxoououi 'aaAoaaow 
•auiouab xubaouop *q aqq, uxqqx/\ Abjjb pa^Badaa AxuiapuBq 
b sb q.sxxa qou pxp aua6 asBAoHopY aqq ^Bqq paxBaAaa YNQ oxuiouafi 
jo sxsAxbub qoxq uaaqqnos *araAzua aq^xsBaBd aq^ sapooua 
AxqBumsaad qBqq qdxaosuBaq. qx-0*e b oq pazxpxaqAq ^uauibBaj 
IXBS aqq, 'sqx>xq uaaqqaoN ui : aua6 oxqoauioq q-pqY jo uoxqounj q.uauiaxa 
a aq} aBau sdBUi ^Bqq aaqsBfiouBxam Bxxqdosoaa moaj YNH^ « Aq papooua 
uxaqoad b jo q^Bqq. o^ snofioxouioq Axqbxq sm suxaqoad asBAoHopY XT^ 
jo aanqonaq.s AaBUixad aqq. qBqq paxBaAaa qoaBas asBq b^bp b 'uoxq.xppB 
ui •saq.oAaB^na aaqbxq uioaj sasBAoHopY x^ox^uapx %ez.-0Z. sbm 



detected by this method were located in bands llql3 and llq23. In 
addition, the distribution of (CA)n repetitive sequences 
were determined by hybridization of the arrayed 
cosmid library with oligonucleotide probes, 

confirming a random distribution of microsatellites among CpG-rich 
cosmid clones. This set of reagent cosmid clones will be useful for 
physical linking of large restriction fragments detected by 
pulsed-field gel electrophoresis and will provide a new and highly 
efficient approach to the construction of a physical map of human 
chromosome llq. 

L63 ANSWER 8 OF 27 MEDLINE 
AN 92020989 MEDLINE 

TI Origin of human chromosome 2: an ancestral telomere-telomere fusion. 

AU IJdo J W; Baldini A; Ward D C; Reeders S T; Wells R A 

CS Howard Hughes Medical Institute, Yale University School of Medicine, 

New Haven, CT 06510. 
SO Proc Natl Acad Sci USA, (1991 Oct 15) 88 (20) 9051-5. 

Journal code: PV3. ISSN: 0027-8424. 
CY United States 

DT Journal; Article; (JOURNAL ARTICLE) 
LA English 

FS Priority Journals; Cancer Journals 

OS GENBANK-M73018; GENBANK-X59397 ; GENBANK- S 6 0 0 6 2 ; GENBANK-S60067 ; , 
GENBANK-S60069; GENBANK-S60071 ; GENBANK-S60073 ; GENBANK-S60076 ; 
GENBANK-S60079; GENBANK- S 6 0 0 8 1 

EM 9201 

AB We have identified two allelic genomic cosmids from human chromosome 
2, c8.1 and c29B, each containing two inverted arrays of 
the vertebrate telomeric repeat in a head-to-head arrangement, 
5 1 (TTAGGG) n- (CCCTAA) m3 1 . Sequences flanking this telomeric 
repeat are characteristic of present-day human pretelomeres. BAL-31 

nuclease experiments with yeast artificial chromosome clones 
of human telomeres and fluorescence in situ hybridization 
reveal that sequences flanking these inverted repeats 

hybridize both to band 2ql3 and to different, but 

overlapping, subsets of human chromosome ends. We conclude that the 
locus cloned in cosmids c8.1 and c29B is the relic of an ancient 
telomere-telomere fusion and marks the point at which two ancestral 
ape chromosomes fused to give rise to human chromosome 2. 
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TI IDENTIFICATION AND CHARACTERIZATION OF NOVEL HUMAN ENDOGENOUS 

RETROVIRAL SEQUENCES PREFERENTIALLY EXPRESSED IN UNDIFFERENTIATED 

EMBRYONAL CARCINOMA CELLS. 
AU LA MANTIA G; MAGLIONE D; PENGUE G; DI CRISTOFANO A; SIMEONE A; 

LANFRANCONE L; LANIA L 
CS DEP. GENETICS GEN. AND MOL. BIOL., UNIV. NAPLES, VIA MEZZOCANNONE 8, 

80124 NAPLES, ITALY. 
SO NUCLEIC ACIDS RES 19 (7). 1991. 1513-1520. CODEN: NARHAD ISSN: 

0305-1048 
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•sxx^o xd/ZiN ux Axuo 

paq.oaqap uaaq snq Aq.XAxqoe aaqouioad HJ.T aauuisui oxjxoads XT^o e ux 
auab iYD pa^uxx 30 uoxssaadxa aAxap oq. axq^deo aae saoaanbas 
6-AH3 ^^^q ^oqs a/* uoxq.xppi2 ui -sq-uauiaxa aAxq.xq.adaaqns 
30 Abjjb xaxduioo e Aq pasoduioo aaB qeqq 'saoaanbas 
a^xx-HiLT auxjap oq. sn paMOXX^ Buxouanbas YNQ pue sxsAxbub 
amAzua uoxqoxa^saa Aq uoxq.BZxaa}oeaeqo -saoaanbas 
6-AH3 ^^q Buxuxeqxroo snoox oxuiouaB e paq.^xosx aA^q aw 
aqoad oxjxoads xod 4 Buxsn *xa/3IN ^uxx XT^o ^uxouxoaeooq.Baaq. 
UBUinq aq^ 30 uoxq.^xq.uaaajjxp paonpux pxoe oxouxq.aa Buxanp paq.Bxn6aa 
AxaAX^nBau sx uoxssaadxa sqx pue* 'YNHW qx 2 * se sxx^o BinouxoaBO 
X^uoAaquia ux Axuo paqoaqap sx qaasux x*3Hd aqq. snoBoxomoq YNH 
q^qq pa/Aoqs sq^uamxaadxa uoxqoaqoad as^NH pu^ q.oxq uaaqqaoN # suxaqoad 
Aua puB xod '6e6 paqex a ^- snj T Aoa: * a:t aAxqeqxid jloj Buxpoo Axx^T^ ua ^ 0< 5 
sjao jo aouasaad aqq pax^aAaa (x*3Hd) qaasux YNdo <V>[* ^q. jo 
sxsAxeus aouanbas YNO # q.uamaxa aAxqxqadaa ueumq paqxaosap 
Axquaoaa b Buxuxnquoo aqoad h oq. uoxq«zxpxaqAq 
Aq Aacaqxi YNao BUiouxoaeo x^uoAaqtua ueuinq e raoaj paqexosx 
uaaq seq (6-AH3) aouanbas x^^T AO:t ^ aa snouaBopua x^aou y 9Y 

qsxxBua yn 
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AN 91005330 MEDLINE 

TI Localization and polymorphism of a chromosome 12-specific alpha 

satellite DNA sequence. 
AU Looijenga L H; Smit V T; Wessels J W; Mollevanger P; Oosterhuis J W; 

Cornelisse C J; Devilee P 
CS Department of Pathology, University of Groningen, The Netherlands. 
SO Cytogenet Cell Genet, (1990) 53 (4) 216-8. 

Journal code: DXK. ISSN: 0301-0171. 
CY Switzerland 

DT Journal; Article; (JOURNAL ARTICLE) 
LA English 

FS Priority Journals; Cancer Journals 
EM 9101 

AB The isolation and localization of a chromosome 12-specific alpha 
satellite DNA sequence, p alpha 12H8, is described. This 
clone contains a complete copy of the 1.4-kb Hindlll higher-order 
repeat present within the alpha satellite array on 
chromosome 12. The specificity of p alpha 12H8 was demonstrated by 
in situ hybridization and Southern blot analysis of a 
somatic cell hybrid mapping panel, both performed under 
high-stringency conditions. Polymorphic restriction patterns within 
the alpha satellite array, revealed by the use of the 
restriction enzymes Bglll and EcoRV, were demonstrated to 
display Mendelian inheritance. These properties make p alpha 12H8 a 
valuable genetic marker for the centromeric region of chromosome 12. 

L63 ANSWER 12 OF 27 BIOSIS COPYRIGHT 1995 BIOSIS DUPLICATE 7 
AN 90:331265 BIOSIS 
DN BA90: 39284 

TI GENOMIC ARRANGEMENT OF REPEATED PS700 ELEMENTS IN THE NEMATODE 

PANAGRELLUS -SI LUS I AE . 
AU RETTERATH M A; PASTERNAK J J 

CS DEP. BIOL., UNIV. WATERLOO, WATERLOO, ONTARIO, N2L 3G1, CAN. 
SO GENOME 33 (2). 1990. 164-169. CODEN: GENOE3 ISSN: 0831-2796 
LA English 

AB When genomic DNA from the free-living nematode Pahagrellus silusiae 
is digested with the restriction endonuclease BamHI and 
separated by electrophoresis, a band in the 700 base pair size range 
is evident after ethidium bromide staining. One of the 0.7-kilobase 
fragments (PS700-1) was characterized and found to be a member of a 
moderately repetitive DNA family (T. Warren and J.J. Pasternak. 1988. 
Nucleic Acids Res. 16: 10,833 - 10,847). In the current study, DNA 
sequence analyses of three independently isolated copies of 
the PS700 DNA family showed the same nucleotide sequence 
and >98% similarity to PS700-1. Four EMBL-4 bacteriophage clones were 
isolated from a_ Panagrellus .genomic DNA library with 
PS700-1 as the probe and were analyzed by restriction 
endonuclease site mapping and Southern blot DNA 
hybridization. These clones contain 31 copies of the PS700 
DNA family. In each case, the units are arranged in head-to-tail 
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ondonuclease analysis using BamHI and subsequently by DNA 
sequencing of cloned units. The length variation between 

short and long units originated from major deletion-insertion events 
in the noncoding spacer region of the 5S DNA repeat units. In situ 
hybridization with [3H]cRNA and biotin-labelled 
probes synthesized from both the short and long 5S DNA units 

of S. cereale localized the sites on chromosome 1R and a new site on 

a chromosome identified as 5R. We propose that the chromosome 1R 

locus, which has been mapped previously, be named 5SDna-Rl and the 

second locus, reported in the present paper, be referred to as 

5SDna-R2. A preferential hybridization of a probe 

from the long unit to the 5SDna-R2 locus and of a probe 

from the short unit to the 5SDna-Rl locus is reported. The 

clustering of long units in the 5SDna-R2 locus was confirmed by 

restriction endonuclease digestion of DNA from rye 

chromosome 5R additions to wheat. Nucleotide sequence 

alignment of 5S DNA repeat units from a number of Secale species, 

using both phenetic and cladistic computer programmes, demonstrated 

that two clear lineages corresponding to the long and short units 

existed in this genus. The different Secale species could not be 

unambiguously differentiated using the 5S DNA sequences. 
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TI A SECOND LOCUS FOR THE 5S MULTIGENE FAMILY IN SECALE L. SEQUENCE 
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AB The 5S RNA genes in Secale sp. are arranged as tandem arrays 
of a 460- and 480-bp repeating sequence. These size classes 
were initially discovered by restriction endonuclease 
analysis using BamHI and subsequently by DNA sequencing of 
cloned units. The length variation between short and long units 
originated from major deletion-insertion events in the noncoding 
spacer region of the 5S DNA repeat units. In situ 
hybridization with [ 3H] cRNA and biotin-labelled 
probes synthesized from both the short and long 5S DNA units 
of S. cereale localized the sites on chromosome 1R and a new site on 
a chromosome identified as 5R. We propose that the chromosome 1R 
locus, which has been mapped previously, be named 5SDna-Rl and the 
second locus, reported in the present paper, be referred to as 
5SDna-R2. A preferential hybridization of a probe 
from the long unit to the 5SDna-R2 locus and of a probe 
from the short unit to the 5SDna-Rl locus is reported. The clustering 
of long units in the 5SDna-R2 locus was confirmed by restriction 
endonuclease digestion of DNA from rye chromosome 5R 
additions to wheat. Nucleotide sequence alignment of 5S DNA 
repeat units from a number of Secale species, using both phenetic and 
cladistic computer programmes, demonstrated that two clear lineages 
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condition by changing several variables. These variables include the 
length of probes, the methods of probe labeling, 
the endonucleases used to digest the genomic DNA and the 
hyridization buffer. Here we show that the StuI digestion of genomic 
DNA in combination with the nick translated DYZ1 probe 
significantly improved the detection limit of the Y-chromosome 
bearing cells. The presence of Y-chromosome bearing cells was 
detectable against a background of 5,400-fold female DNA. 
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TI A RELATED MODERATELY REPETITIVE DNA FAMILY IN THE NEMATODES 

ASCARIS-LUMBRICOIDES AND PANAGRELLUS-SILUSIAE. 
AU WARREN T; PASTERNAK J J 

CS DEP. BIOL., UNIV. WATERLOO, WATERLOO, ONTARIO N2L 3G1, CANADA. 

SO NUCLEIC ACIDS RES 16 (22). 1988. 10833-10848. CODEN: NARHAD ISSN: 

0305-1048 
LA English 

AB Digestion of genomic DNA from the nematodes Panagrellus silusiae and 
Ascaris lumbricoides with restriction endonuclease BamHl 
releases of 0.7 kilobase (kb) fragment. The 0.7 kb fragment from both 
nematodes was cloned onto E. coli plasmid pUC19. Using representative 
clones as DNA hybridization probes, it was found 
that (i) the BamHl fragments cross-hybridize; (ii) a 
ladder-effect with multiples of 0.7 kb was evident in both species 
after hybridization to genomic DNA and (iii) the genomic 
copy number of BamHl elements is 150 and 195 for P. silusiae and A. 
lumbricoides respectively. DNA sequence analysis of the 
inserts, AL700-1 and PS700-1, revealed nucleotide blocks with over 
85% similarity. No open reading frames are present in either DNA 
fragment. Neither fragment hybridizes to genomic DNA from 
Caenorhabditis elegans. Northern blot hybridization 

indicated that the 0.7 kb element is transcribed into poly (A) — RNA 
in P. silusiae; but, is not transcribed in adult Ascaris muscle. 
Thus, P. silusiae and A. lumbricoides share a homologous, tandemly 
arrayed, moderately repetitive DNA family. 
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LA English . __ _ _ 

AB A 320-base-pair repeated sequence was observed when DNA 

samples from the filarial parasites Brugia malayi and Brugia pahangi 
were digested with the restriction endonuclease Hha I. A 
640-base-pair dimer of the repeated sequence from B. malayi 
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medium. Three of these clones contain 2 sporulat ion-specific genes • 
Three genes have been identified that are expressed in all cell types 
during vegetative growth and only in a. alpha, cells in sporulation 
medium. 
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TI GENOMIC ORGANIZATION DNA SEQUENCE AND EXPRESSION OF CHICKEN EMBRYONIC 

HI STONE GENES. 
AU SUGARMAN B J; DODGSON J B; ENGEL J D 
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LA English 

AB The 15 .lambda. Charon 4A recombinant bacteriophage containing 
histone genes from a chicken genomic library were studied. 
Restriction enzyme-mapping analysis and Southern 
hybridization to sequenced, homologous histone 
probes indicate that these genes are not tandemly reiterated 
within the chicken genome; they usually reside in clusters even 
though there is no unique array of genes that appears to 
constitute a typical cluster. Chicken H4 and HI genes were identified 
within the genomic recombinants and subsequently sequenced 
. Extensive regions of homology exist in the 5'- and 3* -flanking 
regions of the chicken H4 gene when compared to H4 genes from other 
organisms. In addition to the well documented histone-specif ic 
domains, 2 previously unreported regions of homology lie 5' to this 
gene: an octanucleotide and a pentanucleotide sequence 
lying 59 and 116 nucleotides upstream from the H4 gene CAP site, 
respectively. The HI gene sequence predicts that the HI 
polypeptide is 217 amino acids in length. The 5' -flanking domain of 
this gene contains, in addition to the transcriptional initiation 
site and the ATA .box, 2 unusual sequences: one is a nonamer 
which resides 29 nucleotides upstream from the ATA box and is 
conserved in both the chicken and sea urchin HI genes, while the 
other is a GC-rich repetitive sequence element. The 
majority of the chicken histone genes among the 15 unique .lambda, 
recombinant clones are expressed almost exclusively during in ovo 
development (i.e., from at least 4 days postf ertilization up to 
hatching, about 20-21 days postf ertilization) and appear not to be 
associated with any particular tissue type. 
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•qqbuax ux saseq OOXZ qnoqB sx ua^oxqo pue asoob qq>oq raoaj YNH^ 
araAzua oxx^ui qeqq. paqeoxpux sxsAx^ue uaaq^aoN - aqoad 
uoxqBZxpxaqAq papueaqs-axbuxs paxaq^x-dZC aa^daad oq pasn 
aaaM sauoxoqns aqi *8duiexw abeqdoxaaqoeq papu^aqs-axbuxs aqq oq.ux 

pauoxoqns aaaM saouanbas araAzua oxx^ra ©qi •raaqsAs 
aaaj-xx®^ e ux araAzua oxx^ui jo sxsaqquAs aq^ pa^oaaxp qoxqw 
YNHUi up paqoaxas pun sax^d aseq 0L6 jo q.aasux ue pauxeq.uoo asaqq 
jo auo uioaj YNO •uoxq^xsueaq paqoaxas-pxaqAq Aq pauaaaos aaq^anj 
aaaA sx^ubxs x^T^ ua ^ e 3JTP 3A*b qoxqAV saxuoxoo aq^ jo q.qbxa-A^aoa 
* araAzua oxx^ra jo sxsaqquAs aAX^PX^-^ °^ qoadsaa 

qq.XA pxoj-g£ q.noqe Aq paaajjxp qoxqM sanssxq raoaj paAxaap YNH oxq^daq 
jo suoxq^xndod z raoaj paxdooYNao paxaqex-dZG nqj^ Ax^uapuadapux 

pazxpxaqAq aaaM saxuoxoo oOfrX jo sAvuv 
aqeoxxdan *YNaui araAzua oxx^ra oq Aaequaraaxdraoo 
saouanbas buxuxequoo squeuxquiooaa aoj pauaaaos 
spm pu^xb x^T^Adoan asoob jo YNH (-i-Y)Axod x^oq^ ®qq raoaj pa^onaqsuoo 

Aaeaqxx [YNQ Aaequauiaxduioo] YNao papucaqs-axqnop Y 9Y 

qsxxbua Yn 
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1) family members are interspersed in both the monkey and human 
genomes, 2) some family members may include sequences in 
addition to those in the three characterized here, 3) some family 
members may contain only parts of the sequences 
characterized here and 4) while the overall organization of the 
family is similar in the human and monkey genome the majority of the 
family members in each of the two genomes are distinctly identified 
by the variant position of certain restriction endonuclease 
sites. This last observation suggests that within each genome there 
is a tendency to maintain particular versions of the 
sequence. Observations 2) and 3) suggest that the Kpnl 
family is complex and includes a variety of subfamilies. 
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TI REPEAT ARRAY IN EPSTEIN BARR VIRUS DNA IS RELATED TO CELL DNA 

SEQUENCES INTERSPERSED ON HUMAN CHROMOSOMES. 
AU HELLER M; HENDERSON A; KIEFF E 

CS DEP. MED., LOVLER VIRAL ONCOL. LAB., UNIV. CHICAGO, 910 EAST 58TH 

STREET, CHICAGO, ILL. 60637. 
SO PROC NATL ACAD SCI U S A 79 (19). 1982. 5916-5920. CODEN: PNASA6 

ISSN: 0027-8424 
LA English 

AB The 3rd internal repeat (IR3) simple repeat array in 

Epstein-Barr virus (EBV) DNA has a high degree of homology to a 
reiterated component of cell DNA. 32P-Labeled human or mouse DNA 
hybridize to the IR3 sequence on Southern blots of 
viral DNA. EBV IR3 probe identifies many restriction 
enzyme fragments on Southern blots of human and mouse DNA 
that have extensive homology to IR3. Cytological 
hybridization shows that IR3 is homologous to at least 1 
region on each human chromosome except the Y chromosome. 
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TI ORGANIZATION OF REPEATED REGIONS WITHIN THE EPSTEIN BARR VIRUS DNA 
MOLECULE. 

AU HAYWARD S D; NOGEE L; HAYWARD G S 

CS DEP. PHARMACOL. EXP. THER. , JOHNS HOPKINS UNIV. SCH. MED. , BALTIMORE, 
MD. 21205, USA. 

SO J VIROL 33 (1). 1980. 507-521. CODEN: JOVIAM ISSN: 0022-538X 
LA English 

AB Virions of human Epstein-Barr virus released from the B95-8 line of 
marmoset lymphoblasts have linear double-stranded DNA molecules of 
115 .times. 106 MW (180 .+-. 10 kilobase [kb] pairs). Approximately 
20% of this DNA yields multiple fragments of 32 00 base pairs when 
cleaved with Bglll, BamHI, PvuII, Sad, Sstll^ or Xhol restriction 
enzymes. The results of cleavage site mapping with these and 
other enzymes, together with blot hybridization 
experiments using the 3.2 kb pair Bglll-R fragment as a probe 
, indicate that these fragments originate from an internal region 
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qqxM aouanbas b jo suoxq.xqadaa x^^T^ ua PT Ax^uaaBddB 
Zl }SBax }B jo aaq.snxo b buxuxB^uoo sqxun dBUt 9X6*0-0XZ.*0 uaa/\^aq 



(density 1.688 g/cm3 in CsCl) were investigated, and this satellite 
differed from the other D. melanogaster satellite DNA in having a 
much greater sequence complexity. Purification of 1.688 
satellite DNA by successive equilibrium density centrif ugations 
yielded a fraction 77% pure. Segments of satellite DNA were isolated 
by molecular cloning in the plasmid vector pSClOl. One recombinant 
plasmid contained a segment of 1.688 satellite DNA 5.8 kilobase pairs 
in size and was stable during propagation in Escherichia coli. 
Recognition sites for restriction enzymes from Haemophilus 
aegyptius (Hae III) , H. influenzae f (Hinf ) and Arthrobacter luteus 
(Alu I) were mapped in the satellite DNA of this hybrid plasmid. The 
spacing of Hae III, Hinf and 2 Alu I sites at regular intervals of 
about 365 base pairs is strong evidence that the sequence 
complexity of this satellite DNA is 3 65 base pairs. Further evidence 
comes from the finding that both gradient-purified and cloned 1.688 
satellite DNA renature with their Hae II sites in register. The Hae 
III and Hinf sites in gradient-purified satellite DNA were shown by 
others to be distributed at intervals of 365 base pairs and integral 
multiples thereof. Some of the sites in an otherwise regular 
array were randomly inactivated. Cloned satellite DNA 
provided a hybridization probe for sensitive 
studies of the arrangement of these recognition sites in 
gradient-purified satellite DNA. Some regions of satellite DNA 
contained many fewer recognition sites than expected from the 
proposed models. Different regions of 1.688 satellite DNA may exhibit 
different arrangements of Hae III and Hinf recognition sites. 
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